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TepMmiH
LiHa BMKOHA
Hassa gocnigskeHHA BMKOHaHHS, HHS,
FrOPMOHAJIbHA NAHE/Ib
TMPEO'I.LI,HA MAHE/1Ib

1.1.002 | TupoKcuH BinbHWIA (T4 Bin. FT4) 315 1
1.1.003 | TpuitoATUpPOHIH BinbHMIA (T3 Bin. FT 3) 315 1
1.1.004 | AHTuTING Ao TMpeornobyniHy (AT go Tr) 350 1
1.1.005 | AHTuTina oo TMpeonepoKkcuaasm (AT go TMNO) 350 1
1.1.006 | AHTtuTina Ao peuenTopis TTI (ATpTTT) 550 3-4
1.1.007 | Tupeornobynin (TT) 350 1
1.1.008 | KanbumMTOHiH 495 2-3
1.1.001 | TupeoTponHuii ropmoH [TupeoTponiH] (TTI TSH) 315
1.1.010 | Maket NeQ9 «TupeoigHuit »(TTT, T3 BinbHMiA, T4 BinbHMIA) 740 1
1.1.011 | NakeT N210 «CKpPUHIHT ayTOIMYHHWX 3aXBOPIOBaHb LMTONOAiIGHOT 331031 » (TTT, 790

ATNO, ATTT)
1.1.012 | Naket N210.1 «TupeoigHuit» (TTT, T4 BinbHMiA, ATMNO) 820 1
1.1.016 | Maket N210.2 «TupeoigHuin» (TTT, T4 BinbHui, ATTT) 790 1
1.1.017 | Naket N210.3 «TupeoigHuit» (TTT, T4 BinbHWiA, ATTI, KaNbLUUTOHIH) 1050 2-3
1.1.018 | Maket N210.3.1 «TupeoigHuin» (TTI, T4 BinbHUIA, T3 BiIbHUI, KANbLUTOHIH) 1050 2-3
1.1.019 | MakeT N210.3.2 «TupeoigHuii» (TTT, T4 BinbHWUI, ATMNO, KaNbLUMUTOHIH) 1050 2-3
1.1.020 | MNakeT N210.4 «TupeoigHuit » (TTI, T4 sinbHUit, ATNO, T3 BinbHKUI) 895 1
1.1.021 | NakeT N210.6 « AyTOIMyHHI NOPYLUEHHA WUTOBUAHOI 3a103u» (TTI, T3 BinbHUMNA, 1105 1

T4 BinbHuin, ATMNO, ATTT)
1.1.022 | Maket N210.7 « TupeoigHuit » (TTT, T3 BinbHuUiA, ATMO) 695 1
1.1.023 | Maket N210.8 "fiarHocTnKa nopyweHb GyHKuii LW3" ( TTr, T4 Bin. ) 495 1
1.1.024 | Maket N210.9 "[AiarHocTuKa andysHOro TokcmyHoro 306y" ( TTT, T3 Bin., T4 Bin., 1050 3-4

AT-pTTr)
1.1.013 | Naket N210.11 "MoHiTopuHr pakry W3" (tnpeornobynid, AT o Tupeornobyniny) 715 1
1.1.014 | NMaket N210.12 "[liarHoCTWKa 310aKiCHUX HOBoyTBOpEHb LL3" ( Tupeornobynix, 695 2-3

KaNbLMTOHIH)
1.1.015 | NakeT N210.13 "MoHiTopuHr cTaHy L3 y nicnaonepauinHomy nepiogi” (TTr, T4 895 1

Bin., TI, AT go TI)

NMAHE/Ib ®OCPOPO-KA/IbLLIEBOIO OBMIHY

1.2.001 | 25-riapokcuxonekanbumndepon (25-OH BitamiH D) 695 4
1.2.002 | Kanbuiit 3aranbHuii 650 1
1.2.003 |Kanbuiit ioHizoBaHWii 300 1
1.2.004 | MapatropmoH (NTT, PTH) 420 2-3
1.2.005 | Pocdop 250 1
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TepmiH

LliHa BMKOHA
HasBa gocnigKeHHA BMKOHaHHS, HHA,
TpH. pob.
OHiB
1.2.006 | MakeT N210.5 «[MaTonoria napawmTonoaibHunx 3an03» (MapaTropMoH, KanbLiin 995 2-3
ioHi3oBaHui, docdop»
PENMPOAYKTUBHA NMAHE/Ib
1.3.026 | AHapocTeHaioH 520 4-5
1.3.001 | AHTUMmtIONNEpiB ropmoH (AMT) 895 3
1.3.002 | AHTUCNEepMasbHi aHTUTINA 590 4-5
1.3.003 | MnobyniH - akuii 38'a3ye ctateBi ropmonu (I3CI;CCI; SHBG ) 370 2
1.3.004 | Ectpagion ( E 2) 370 2
1.3.005 | toTeiHisytoumii ropmoH (/1) 370 2
1.3.006 | MporecTtepoH 370 2
1.3.007 | NMponaktuH (MPN) 370 2
1.3.008 | TectocTepoH BifbHWM 400 2
1.3.009 | TecTocTepoH 3aranbHuii 400 2
1.3.010 | ®onikynoctumynioounii ropmoH (PCr) 370 2
1.3.026 | IHri6iH B 1025 5
1.3.011 | MakeT Nell (®Cr, /T, npoNakTHH) 720 2
1.3.012 | MakeT N212 «[opmMOHanbHKUI -1» (NPONAKTUH, MPOrecTepoH, TECTOCTEPOH 760 2
BiNIbHWIA)
1.3.013 | NakeT N212.1 «lHAEKC BiIbHOTO TECTOCTEPOHY »(TECTOCTEPOH 3arasbHUN, 580 2
rnobyniH - sknit 38'a3ye ctatesi ropmonu (F3CI;CCI; SHBG ), iHAeKc BinbHOro
TECTOCTEPOHY)
1.3.014 | Naket Ne13 «FopmoHanbHKUii-2 (KopTrson, AFEA-cynbdat, TECTOCTEPOH BiNbHUN) 995 2-3
1.3.015 | MakeT N214 « FropmoHanbHuit 3 » (OCT, JIT, NpoNaKkTMH, NporecTepoH, ecTpaion, 1320 2
TECTOCTEPOH 3aranbHuit)
1.3.016 | « NakeT N214.1 FlopmoHanbHuii 4 » (OCr, T, NpoNakTUH, NPOrecTepoH, 1410 2
ecTpaaion, TeCTOCTEPOH BiNbHUI)
1.3.024 | NakeT N214.2 « TopmoHanbHuiA 5 » (PCT, /T, nponaktuH, EcTpagion, 1630 2
TECTOCTEPOH BilbHWUI, TECTOCTEPOH 3aranbHuin, TTT)
1.3.025 | MakeT N214.3 « FTopmoHanbHuit 6 » (PCT, /T, nponaktuH, Ectpaaion, 2260 3
TECTOCTEPOH BifIbHWIA, TECTOCTEPOH 3aranbHuii, TTI, AMT)
1.3.017 | Naket Ne15 «FopmoHanbHe azepkano» (PCI, Il, nponaktuH, XI, TTT, T4, 2 150 2
ecTpajion, NporecTepoH, TeCTOCTEPOH 3arasibHuiA, kKoptuson, ArEA-cynbdar)
1.3.018 | MakeT N216 «MNepwa dasa ML» (nponaktuH, T, dCr, ectpaaion) 995 2
1.3.019 | Naket Ne17 «Apyra ¢asa ML» (nponaktun, NI, CI, nporectepoH) 995 2
1.3.020 | Maket N218 «OujHKa PpyHKLiOHaNbHOro cTaHy rinodisy» (nponaktuH, ®CT, NT, 995
TTT)
1.3.021 | MakeT N218.1 «OujHKa oBapianbHoro pesepsy» (OCI, AMT, ecTpagion) 1320 2-3
1.3.022 | Naket Ne18.2 «Bnaue [-gediumty Ha penpoayKTUBHUMN BiK KiHKU» 1320 7
(AHTMMIONNEpiB ropmoH (AMT), 25- OH Vitamin D)
1.3.023 | Maket No50 "[iarHocTuKa Axkepena rinepaHaporeHii"( AFEA-cyndaT, IHaeKc 1470 2-3
BifIbHOro TecTocTepoHy, 17-OH-nporecTepoH, aHApP OCTEHLIOH )
EctpoH 1630 7
rMNOTANAMO-HAAHUPHUKOBA MNMAHE/1Ib
1.4.001 | 17-OH nporecTepoH (17-OHP) 400 3
1.4.002 | AopeHOKOPTUKOTPOMHWUIM ropmoH (AKTT) 475 3-4
1.4.003 | OerigpoeniaHapocTtepoH-cynboart (ArEA-cyndar) 375 2
1.4.004 | KopTtnson (cnpoBaTKa) 445 2
1.4.006 ComaToTponHUiA ropmoH (ropmoH pocTty, CTI, HGH ) 345 2




TepmiH

LliHa BMKOHA
HasBa gocnigKeHHs BUKOHaHHs, HHA,
TPH. pob.
[HiB
MAHE/Ib BYTIEBOAHOIO OBMIHY
Inoko3a (ekcnpec metoa) 110
1.5.003 | FnikoBaHuit remornobiH (HbAlc) 370 1-2
1.5.004 |IHcyniH 370 2-3
1.5.005 | C-nentug 370 2-3
1.5.006 | Ingexc HOMA 475 2-3
1.5.009 | MakeT Ne8.5 "MopyLieHHn ByrneBoaHeBoro o6miHy" (rnikosaHui remorno6i, C- 895 2-3
nentua, iHgekc HOMA(rntokosa, iHcyniH)
1.5.010 | Maket Ne8.2 "AiarHocTuKa iHcyniHopesucTeHTHOCTI" ( C-nenTua, iHAeKc 685 2-3
HOMA(rntoKo3a, iHcyniH)
1.5.011 | Naket Ne8.3 "[iabeTnyHnin-1" (rnikoBaHui remornobin, C-nentung,) 530 2-3
NAHENb NPEHATANIbHOI AIATHOCTUKU
2.1.001 |Anbdadetonportein (ADM) (13-24 TMKAEHDb BAriTHOCTI) 470 1
2.1.002 |BinbHuit beta-XI/1 (8-13 TUXAEHb BariTHOCTI) 470 1
2.1.003 |EcTpion BinbHWi (14-21 TUXKAEHD BariTHOCTI) 300 1
2.1.006 | XopioHiYHWI roHaAOTPONIH (AN BU3HAYEHHA BariTHOCT) 470 1
2.1.007 | XopioHiYHWiI roHaaoTpONiH (NpeHaTanbHa AjarHocTuKa 12-21 1.) 470 1
2.1.008 |NnaueHTapHWIN NaKkToreH 505 2-3
2.1.009 | CkpuHiHr 1 Tpumectpy BaritHocTi (MAMNM, BinbHUIA B-XI1 [8-13 TmxA.]) 580 1
2.1.010 | CKpuHiHr 2 TpumecTpy BaritHocTi (AP, 3aranbHuit B-XI/1, BinbHWiA ecTpion [14- 705 1

21 TvxKa.])

OHKOJIOIN4YHA MNAHE/b

3.1.001 | OHKomapKep Moso4HOI 3an103m (CA-15-3) 475 2
3.1.002 | OHKOMapKep NiALWIYHKOBOI 3a/1031,}KOBYHOTO Mixypa (CA-19-9) 420 2
3.1.003 | OHKOMapKep alHMKIB (CA-125) 370 2
3.1.005 |MNpocTaTt-cneundiuHnii aHTUTEH 3aranbHuii (PSA) 370 1
3.1.006 | PakoBo-embpioHanbHWiA aHTUreH (CEA) 420 2
3.1.007 | XopioHiuHWi roHagoTponiH (6eta-Xr) 370 1
3.1.008 |Anbdadetonportein (APM) 370 2
3.1.009 |AHTUreH NNOCKOKNITUHHOI KapumHomu ( SCC) 685 2
3.1.010 |HE-4 aHTureH 740 2
3.1.020 | beta-2- mikpornobyni 470 2
3.1.021 | OHKkomapKep Cyfra 21-1 (bparmeHT unuTOoKepaTMHy 19) 580 2
3.1.011 | Naket Ne39 «3axBoptoBaHHA NpocTaTh » ( PSA 3aranbHuid, PSA BinbHwMIA) 630 2
3.1.012 |Naket N219 «XiHoya oHKosorivHa naHenb »(Tl, CEA, CA-15-3, CA-19-9, CA-125, 2415 2
HE 4 aHTureH)
3.1.013 |Maket N220 « XiHo4ya oHKoMOriYHa naHenb ~“MiHi » (TT, CEA, CA-15-3, CA-19-9, 1365 2
CA-125)
3.1.014 |Naket Ne21 «Yonosiuya oHKoNOriYHa NaHenb» ( PSA 3aranbHuii, CEA, A®M, CA-19- 1260 2
9)
3.1.015 |Maket N222 «Yonosiya oHKoMoOriYHa naHenb ~“MiHi »( PSA 3aranbHuin, CEA) 630 2
3.1.016 | Naket Ne23 «[liarHoCTUKa eniTeniafbHOrO paky ANHWKIB» (CA-125, HE 4 aHTureH), 895 2
iHaekc ROMA
3.1.017 |Naket N223.1 «[liarHOCTMKa repmiHOreHHuUx nyxauH» (A®M, LDH, XI/1) 685 2
3.1.018 |NakeT N223.2 «[paHyNbO30OKAITUHHWI pak» (AMT,iHri6iH b,E2, AT) 1935 3
3.1.019 |Naket Ne22.1 «YponoriyHuin» ( PSA, CEA, TecToCTepOH 3arasibHWi) 840 3




HasBa gocnigKeHHs

IHOEKLIIMHA NMAHENDb

LliHa
BUKOHaHHSA
TPH.

TepmiH
BMKOHa
HHA,
pob.
OHiB

MAPKEPU TENATUTIB

4.1.001 | Bipyc renatuty A ( HAV ), meTogom MJ1P (sKicHe BU3HaYeHHsA), KpOB 575 10
4.1.004 | Bipycrenatuty B ( HBV ), HBcorAg aHTuTiNa IgM (KinbKicHe BU3HauyeHHs) 475 2
4.1.005 | Bipyc renatuty B ( HBV ), HBcorAg cymapHi aHTUTINa (KinbKicHe BU3HaYeHHA) 480 2
4.1.006 |Bipyc renatuty B (HBV), antiHBeAg [KinbKicHe BU3HauYeHHs] 545 2
4.1.007 | Bipycrenatuty B ( HBV ), HBs Ag, (KinbKicHe BU3HauYeHHsA) 545 2
4.1.008 | Bipycrenatuty B ( HBV ), meTtogom MJIP (KinbKicHe BU3HAYEHHA), KPOB 1150 8
4.1.009 | Bipycrenatuty B ( HBV ), meTtogom MJIP (AKicHe BU3HAUYEHHS) - KPOB 970 4-5
4.1.018 | Bipycrenatuty B ( HBV ), HBeAg (KinbKicHe BU3HAUYEHHS) 525 2
4.1.011 | Bipycrenatuty C ( HCV ), anti - HCV Different, antutina Ig G o HCV : (Cor e, NS 525 2
3, NS 4, NS 5) [KinbKicHe BU3HauYeHHs]
4.1.012 | Bipycrenatuty C ( HCV ), HCV aHTUTINa cymapHi 525 2
4.1.013 | Bipycrenatuty C ( HCV ), aHTuTina Ig G ao HCV (KinbKicHe BU3HaUYeHHS) 400 2
4.1.014 | Bipyc renatuty C ( HCV ), aHtutina IgM ao HCV (KinbKicHe BU3HaYeHHA) 390 2
4.1.016 | Bipycrenatuty C ( HCV ), meTtogom MNP, (KinbKicHe BU3HaYeHHS), KPOB 1770 8
4.1.017 | Bipyc renatuty C ( HCV ), meTogom MNP, (AKicHe BU3HAUYEHHS), KPOB 935 4-5
TORCH — IHDEKUIT
FEPMETUYHA IHPEKLIA
4.2.101 | AuTtuTina po Bipycy repnecy npoctoro (HSV) % tuny IgM 370 2
4.2.102 | AHTuTina po Bipycy repnecy npoctoro (HSV) % tuny IgG 370 2
4.2.106 | Bipyc repnecy 6 Tuny (masok i3 potornotku,), metogom /1P, akicHe BU3HAUYEHHA 860 34
4.2.106 | Bipyc repnecy 6 Tuny (uinbHa KpoB), metogom MN/1P, aKicHe BU3HaYeHHA 860 3-4
4.2.106 | Bipyc repnecy 6 Tuny (cnuHa), metogom MNP, skicHe BU3HauyeHHA 860 3-4
4.2.107 | Bipyc repnecy 6 Tuny (Ma3oK i3 poTornotku), metogom MNJ1P, KinbKicHe 860 4-5
BM3HaAYEHHA
4.2.107 | Bipyc repnecy 6 Tuny (uinbHa Kpos), metogom MNJ/1P, KinbKicHe BU3HaYeHHsA 860 4-5
4.2.107 | Bipyc repnecy 6 Tuny ( canHa), metogom M/1P, KinbKicHe BU3HaYeHHA 860 4-5
4.2.108 | Bipyc repnecy 8 Tuny (uinbHa Kpos) metogom MNJ1P, aKicHe BU3HAYEHHS 860 3-4
4.2.108 | Bipyc repnecy 8 Tuny ( ma3ok i3 potornoTtku) metogom MNJ1P, sikicHe BU3HaYeHHA 860 3-4
4.2.108 | Bipyc repnecy 8 Tuny (canHa ) metogom MJ1P, aKicHe BU3HaYeHHSA 860 3-4
4.2.109 | Bipyc Varicella Zoster (repnec 3 Tuny, VZV), aHtutina IgM po Varicella Zoster 520 4-5
TOKCOMMA3MO3 (Toxoplasma gondii)
4.2.201 | AHTuTINa fo ToKconnasmm ( Toxoplasma gondii ) IgM 370 2
4.2.202 | AHTtuTina ao Tokconnasmum ( Toxoplasma gondii ) 1IgG 370 2
4.2.203 | ABigHicTb aHTUTIN IgG Ao Toxoplasma gondii 660 2-3
4.2.204 | BussneHHa AHK Toxoplasma gondii, meTtogom MJIP (ceva), AKicHe BU3HAYEHHSA 450 3-4
4.2.204 | BuasneHHa AHK Toxoplasma gondii, meTogom MNJ/IP (uinbHa KPOB), AKiCHE BUSHAYEHHSA 450 3-4
KPACHYXA (Rubella virus)
4.2.301 | AuTtuTina po sipycy KpacHyxu ( Rubella virus ) IgM 370 2
4.2.302 | AuTtuTina po Bipycy KpacHyxu ( Rubella virus ) IgG 370 2
4.2.304 | Bipyc kpacHyxu ( Rubella virus ), metogom MNJ1P (Ma30kK i3 poTOrnoTKM), AKicHe 520 3-4
BM3HaAYEHHA
4.2.304 | Bipyc KpacHyxu ( Rubella virus ), metogom MNP (cavHa), AKiCHE BU3HAYEHHA 520 3-4




TepmiH

Lina BMKOHA
HasBa gocnigKeHHA BMKOHaHHS, HHA,
TpH. pob.
[OHiB
UMB — indeKuia (CMV)
4.2.401 | AHTtuTina IgM po umtomeranosipycy (CMV) 430 2
4.2.403 | ABigHicTb aHTUTIN IgG fo uutomeranosipycy ( CMV) 680 2-3
4.2.402 | AHTtuTina IgG go uutomeranosipycy (CMV ) 430 2
4.2.404 | BuasnernHa AHK untomeranosipycy ( CMV ) metogom MJIP (camHa), KinbkicHe 530 4-5
BM3HAUYEHHSA
4.2.404 | BussneHHa AHK untomeranosipycy ( CMV ) metogom MNP (ceya), KinbKicHe 530 4-5
BM3HAUYEHHA
4.2.404 |BuasnenHsa OHK uutomeranosipycy (CMV ) metogom MNP (uinbHa Kpos ), 530 4-5
KiNbKiCHe BU3HAYeHHsA
4.2.405 | BuasnernHa AHK untomeranosipycy ( CMV ) metogom MJIP (cavHa), AkicHe 450 4-5
BM3HAUYEHHA
4.2.405 | BussneHHa AHK untomeranosipycy ( CMV ) metogom MNP (uinbHa KpoB), AKicHe 450 4-5
BM3HAUYEHHA
4.2.405 | BussneHHa AHK untomeranosipycy ( CMV ) metogom MJIP (no nokasax- 3iWwkKpid 450 4-5
i3 CNM30BMX 0BO/IOHOK), IKICHE BU3HAYEHHS
4.2.406 | Maket Ne24 « TORCH IgG » (Tokconnasma, LUMB, lepnec 1/2) 790 2
4.2.407 | Naket Ne24.1 « TORCH IgG » (Tokconnasma, LLMB, l'epnec 1/2, KpacHyxa) 1000 2
4.2.408 | Maket Ne24.2 « TORCH IgG » (Tokconnasma, LMB, KpacHyxa) 790 2
4.2.409 | Naket No25 « TORCH IgM »(Tokconsiasma, LUMB, lepnec 1/2) 790 2
4.2.410 | Maket Ne25.1 TORCH IgM (Tokconnasma, LIMB, l'epnec 1/2, KpacHyxa) 1000 2
4.2.411 | Naket Ne25.2 TORCH IgM (Tokconnasma, LUMB, KpacHyxa) 790 2
4.2.412 | Maket Ne26 « TORCH IgG + IgM » (Tokconnasma, LIMB, lepnec 1/2) 1450 2
4.2.413 | Naket N226.1 « TORCH IgG + IgM » (Tokconnasma, LUIMB, l'epnec 1/2, KpacHyxa) 1920 2
OIATHOCTUKA EMNLUTEAH — BAPP BIPYCHOI IH(DEKU,IT (EBV)
4.3.001 | Bipyc EnwTeliHa-bapp (KancuaHuit aHTUreH), aHTuTina IgG 370 4-5
4.3.002 | Bipyc EnwTeiiHa-bapp ( aaepHuit aHTUreH), aHtutina IgG 370 4-5
4.3.003 | BuasneHHa HK Bipycy EnwrteliHa-bapp meTtogom MNJ/1P (LinbHa KpoB), KinbKicHe 470 4-5
BM3HAUYEHHA
4.3.003 | BussneHHa AHK sipycy EnwTtenHa-bapp metogom MJIP (Ma30K i3 poTo r10TKK), 570 4-5
KiNbKiCHe BU3HAYeHHsA
4.3.003 | BuasneHHa OHK Bipycy EnwrteliHa-Bapp metogom MNJ1P (canHa), KinbKicHe 570 4-5
BM3HAYEHHA
4.3.004 | BussneHHa AHK sipycy EnwTenHa-bapp metogom MNP (uinbHa KpoB,), AKicHe 570 4-5
BM3HAUYEHHA
4.3.004 | BuasnexHa [HK Bipycy EnwrTeiiHa-bapp metogom MNJ1P (Ma3okK i3 poTo rnoTKK,), 570 4-5
AKICHE BU3HaYeHHA
4.3.004 | BussneHHa AHK sipycy EnwTtenHa-bapp metogom MJIP (cauHa), AkicHe 570 4-5
BM3HAUYEHHA
4.3.005 | Bipyc EnwTeitHa-bapp (KancuaHwii aHTureH), aHtutina lg M 550 4-5
IHWLI IHOEKLIT
4.4.001 | AHTuTina po Helicobacter pylori IgG 370 2
4.4.002 | AHTtuTina po Helicobacter pylori IgM 370 2
Helicobacter pylori (ekcnpec - TecT) 320 1
4.4.004 | AHTuTina Ao Mycobacterium tuberculosis (cymapHi) 400 2




TepmiH
LliHa BMKOHA
HasBa gocnigKeHHs BUKOHaHHs, HHA,
TPH. pob.
[HiB
4.4.005 | AHtuTina po Borelia burgdorferi igM 470 2
4.4.006 | AHTuTINa po Borelia burgdorferi IgG 470 2
NMAPA3SUTAPHI IH¢EKLI,I'I'
4.5.001 |CymapHi(IgA,IgM,IgG) ao nambnin 470 2
4.5.002 | AHtuTina | g G oo ackapug ( Ascaris ) 570 2
4.5.003 | AHTuTina | g G oo Tokcokap ( Toxocara ) 470 2
4.5.004 | AHtuTina | g G po exiHokokis ( Echinococcus ) 570 2
4.5.005 | AHtuTina | g G ao TpmxiHen ( Trichinella) 470 2
4.5.006 | AHTuTina | g G go onictopxis ( Opisthorchis ) 570 2
4.5.007 | Naket Ne33 «AHTMTING IgG A0 napasuTiB» (nambnii, ackapuam, TOKCOKapu) 1315 2
4.5.008 | Maket Ne34 «AHTUTING IgG A0 napasuTie» (1ambnii, ackapmnam, TOKCoKapu, 1945 2
€XiHOKOKM, TPUXiHeNu, onictopxu)

4.8.001

AHTUTING [0 Bipycy Kopy Ig G

4.6.001 | BussneHHa Parvovirus B19 metogom MNJ1P(canHa) |, KinbKicHe BU3HayeHHA 580 4-5

4.6.001 | BusasneHHs Parvovirus B19 metogom MNJ/IP(Ma3oK 3 poTo rNOTKK) , KiNbKicHe 580 4-5
BM3HAUYEHHA

4.6.001 | BuasneHHa Parvovirus B19 metogom MNJIP(KpoB) , KinbKicHe BU3HaYeHHsA 580 4-5

500

4.8.002

AHTUTINA Jo Bipycy Kopy Ig M
YPOTEHITA/IbHI IHOEKLIT
CHLAMYDIA TRACHOMATIS

660

5.1.001 | AHtuTina Ig A go Chlamydia trachomatis 500 2

5.1.002 |AHTuTina IgM po Chlamydia trachomatis 400 2

5.1.003 |AHTtuTina IgG go Chlamydia trachomatis 400 2

5.1.004 |BusasnenHs OHK C hlamydia trachomatis meTogom MJ1P(3iwKpib i3 cAnsoBumx 450 4-5
060/10HOK YPOreHiTabHOrO TPAKTY ), KifIbKiCHE BU3HAYEHHSA

5.1.004 |BuasneHHa AHK C hlamydia trachomatis metogom M/1P(3iwkpi6 i3 chnsosoi 450 4-5
060/I0OHKN POTOTNOTKM,), KiNbKicCHE BUSHAYEHHS

5.1.004 |BusasneHHs OHK C hlamydia trachomatis meTogom MNJ1P(cekpeT npocrtaTy,), 450 4-5
KiNbKiCHe BU3HAYeHHs

5.1.005 |BusasneHHs OHK Chlamydia trachomatis metogom MJIP(3iwkpib i3 chnsosux 450 34
060/I0HOK YPOTeHiTasIbHOro TPaKTY,), AKICHE BU3HAYeHHs

5.1.005 |BusasneHHs OHK Chlamydia trachomatis meTtogom MJ1P(3iwKpib i3 poTOrnoTky,), 450 3-4
AKICHE BU3HAYeHHA

5.1.005 |BussneHHs OHK Chlamydia trachomatis meTtogom MNJIP(cekpeT npocTtaTu), akicHe 450 34
BM3HAUYEHHA

5.1.101 |AHTtuTina IgG go Chlamydia pneumoniae 500 4-5

5.1.102 |AHTuTina Ig A go Chlamydia pneumoniae 500 4-5




TepmiH

LliHa BMKOHA
HasBa gocnigKeHHA BMKOHaHHS, HHS,
TpH. pob.
OHiB
5.1.103 |AHTtuTina Ig M go Chlamydophila pneumoniae 500 4-5
Mycoplasma/Ureaplasma
5.2.001 |AHTuTina IgA Mycoplasma hominis 400 2
5.2.002 |AHTuTina 1gG Mycoplasma hominis 400 2
5.2.003 |BusasneHHsa OHK Mycoplasma hominis metogom MJIP (3iwkKpi6 i3 cnmsosmx 400 4-5
060/10HOK YpOreHiTaNbHOro TPAKTY,), KiZlbKicCHE BU3HaYeHHSA
5.2.003 |BuasneHHa AHK Mycoplasma hominis metogom M/1P (3iKpib i3 poTornotku), 400 4-5
KiNbKiCHEe BU3HaYeHHA
5.2.003 |BuasneHHs AHK Mycoplasma hominis metogom MJ/IP (ceua), KinbKicHe 400 4-5
BM3HaAYEHHA
5.2.003 |BusasneHHsa OHK Mycoplasma hominis metoaom MJIP (cekpeT npocTtaty), 400 4-5
KiNbKiCHEe BU3HaYeHHA
5.2.004 |BussneHHs AHK Mycoplasma hominis metogom MJIP (3iwKpib i3 cinsosux 400 4-5
060/10HOK YPOreHiTaNIbHOrO TPaKTY), AKICHE BU3HAUYEHHSA
5.2.004 |BuasneHHa AHK Mycoplasma hominis metogom M/1P (3ilKpib i3 poTornotku), 400 4-5
AKiICHE BU3HAYeHHA
5.2.004 |BusasneHHs OHK Mycoplasma hominis metogom MJIP (cekpeT npocTtatu), siKicHe 400 4-5
BM3HaAYEHHA
5.2.005 |BuasneHHa AHK Mycoplasma genitalium meTtogom NJ1P (3iwkpi6 i3 cansosmx 400 4-5
060/10HOK YPOTreHiTasIbHOro TPaKTY,), KiNlbKiCHe BU3HAYeHHs
5.2.005 |BusasneHHs OHK Mycoplasma genitalium metogom MN/1P (3iwKpib i3 poTornoTku,), 400 4-5
KiNbKicCHEe BU3HaYeHHA
5.2.005 |BuasneHHsa AHK Mycoplasma genitalium metogom MNJ1P (ceya), KinbKicHe 400 4-5
BM3HaAYEHHA
5.2.005 |BusasneHHs OHK Mycoplasma genitalium metogom MJ/IP ( cekpeT npocTaty, ), 400 4-5
KiNbKicCHEe BU3HaYeHHA
5.2.006 |BusasneHHsa OHK Mycoplasma genitalium metogom MNJ/IP (3iwKpib i3 cansosumx 400 4-5
060/10HOK YPOreHiTasbHOrO TPAKTY,), AKICHE BU3HAYEHHSA
5.2.006 |BusasneHHs OHK Mycoplasma genitalium metogom MJIP (3iwKpib i3 poTornoTku,), 400 4-5
AKiCHE BU3HAYEHHSA
5.2.006 |BuasneHHsa AHK Mycoplasma genitalium metogom MNJ1P (ceya), sikicHe 400 4-5
BM3HaAYeHHA
5.2.006 |BusasneHHs OHK Mycoplasma genitalium metogom MNJ/IP ( cekpeT npocTatu), 400 4-5
AKiCHE BU3HAYEHHA
5.2.007 |AntuTina IgA po Ureaplasma urealyticum 400 2
5.2.008 |AHTtuTina IgG po Ureaplasma urealyticum 400 4-5
5.2.009 |BusasneHHs OHK Ureaplasma urealyticum / parvum + Mycoplasma hominis, 600 4-5
meToaom MNJIP (yporeHiTanbHWiA 3ilLKPI6, ), KibKiCHE BU3HAYeHHs
5.2.009 |BusasneHHs [HK Ureaplasma urealyticum / parvum + Mycoplasma hominis, 600 4-5
meTtogom MNP ( ceya,), KiNbKicHE BU3HaYeHHA
5.2.009 |BussneHHs AHK Ureaplasma urealyticum / parvum + Mycoplasma hominis, 600 4-5
meTogom MNJ1P (cekpeT npocTaTh), KinbKicHe BU3HaYeHHsA
5.2.010 |BusasneHHsa OHK Ureaplasma urealyticum / parvum meTtogom MNP 480 4-5
(yporeHiTanbHuii 3ilKpi6,), KiNbKicHe BU3HAYEHHA
5.2.010 |BussneHHs OHK Ureaplasma urealyticum / parvum metogom MN/1P (ceua), 480 4-5
KiNbKicCHEe BU3HaYeHHA
5.2.010 | BussneHHs OHK Ureaplasma urealyticum / parvum metogom MJ1P (cekpet 480 4-5

NpOoCTaTH), KifibKicHe BUSHAYEHHSA




TepmiH

LliHa BMKOHA
HasBa gocnigKeHHA BMKOHaHHS, HHS,
TpH. pob.
OHiB
5.2.011 |BussneHHs OHK Ureaplasma urealyticum / parvum metogom MN/1P 480 3-4
(yporeHiTanbHuM 3ilWKpi6,), AKiCHE BU3HAYEHHA
5.2.011 |BusasneHHs OHK Ureaplasma urealyticum / parvum meTtogom MNJ1P (ceva), akicHe 480 3-4
BM3HaAYeHHA
5.2.011 |BussneHHs OHK Ureaplasma urealyticum / parvum metogom MNJ/1P ( cekpet 480 3-4
npocTaTh), AKiCHe BU3HAYEHHSA
5.2.012 |Naket Ne27 AHTuTina IgG po C hlamydia trachomatis, Ureaplasma urealyticum, 840 2
Mycoplasma hominis
5.2.013 |Maket Ne28 AHTtuTina IgM 1a I1gG po C hlamydia trachomatis, aHtuTina IgA 995 2
Ureaplasma urealyticum, aHtuTina IgA no Mycoplasma hominis
5.2.101 | AntuTina IgG o Mycoplasma pneumoniae 470 4-5
5.2.102 |AHTtuTina Ig A go Mycoplasma pneumoniae 540 4-5
5.2.103 |AHTtuTiNa Ig M go Mycoplasma pneumoniae 470 4-5
Trichomonas vaginalis
5.3.001 |BusasneHHs OHK Trichomonas vaginalis metoaom MJIP (yporeHitanbHWit 400 3-4
3iWKpib,), AKiICHE BU3HAYEHHSA
5.3.001 |BussneHHs OHK Trichomonas vaginalis metogom MJIP (3iwKpib i3 poTornoTky,), 400 3-4
AKiCHe BU3HAYeHHA
5.3.001 |BusasneHHs OHK Trichomonas vaginalis metogom /1P (ceya), AKicHe BU3HAYEHHSA 400 34
5.3.001 |BusasneHHs AHK Trichomonas vaginalis metogom MN/1P (cekpeT npocTtaTu), AKicHe 400 3-4
BM3HaAYEHHA
5.3.002 |BussneHHs OHK Trichomonas vaginalis / Neisseria gonorrhoeae / C hlamydia 675 3-4
trachomatis, metogom MJ1P (yporeHiTanbHUi 3iWKpi6), AKiICHE BU3HAYEHHSA
5.3.002 |BusasneHHs OHK Trichomonas vaginalis / Neisseria gonorrhoeae / C hlamydia 675 3-4
trachomatis, metogom M/IP (3iWKpi6 i3 pOTOFNOTKMY,), AKICHE BUIHAUYEHHSA
5.3.002 |BusasnenHs AHK Trichomonas vaginalis / Neisseria gonorrhoeae / C hlamydia 675 3-4
trachomatis, metogom MJ1P (ceua), AKicHe BU3HAUYEHHA
5.3.002 |BussneHHs OHK Trichomonas vaginalis / Neisseria gonorrhoeae / C hlamydia 675 3-4
trachomatis, metogom MNJIP (cekpeT NnpocTaTth,), AKiICHE BUIHAYEHHSA
Candida
5.4.001 |BusasneHHs OHK Candida albicans meTogom MNP (yporeHitanbHWMiA 3iWKpib,), 400 3-4
AKICHE BU3HAYeHHA
5.4.001 |BuasneHHa OHK Candida albicans metoaom MNJIP (cekpeT npocTaTtn,), AKicHe 400 3-4
BM3HaAYEHHA
5.4.001 |BuasneHHsa AHK Candida albicans metogom MNJ1P ( ceua), AKicHe BU3HAYEHHA 400 3-4
Neisseria gonorrhoeae
5.5.001 |BusasneHHs OHK Neisseria gonorrhoeae metogom MNP (yporeHitTanbHui 400 3-4
3iWKpi6), AKiCHe BU3HAYEHHSA
5.5.001 |BuasneHHa AHK Neisseria gonorrhoeae metogom M/1P 400 3-4
( 3iWwKpi6 i3 POTOrNOTKY,), AKICHE BU3HAUYEHHSA
5.5.001 |BusasneHHs OHK Neisseria gonorrhoeae metogom MNJ1P (ceya, ), AKicHe 400 3-4
BM3HaAYEHHA
5.5.001 |BussneHHs OHK Neisseria gonorrhoeae metogom MNJ1P ( cekpeT npoctaTy,), 400 3-4
AKiCHEe BU3HAYeHHA
bioueHo3
5.7.001 |BusasnenHs AHK Gardnerella vaginalis meTogom MNJ1P, akicHe BM3HaueHHA (y/r 400 4-5

BUAINEHHS, )




5.7.001

HasBa gocnigKeHHA

BusasneHHa HK Gardnerella vaginalis meTogom M/1P, akicHe BU3HayeHHs ( ceya)

LiHa
BUKOHaHHS,
TPH.

400

TepmiH
BMKOHA
HHSA,
pob.
OHiB

4-5

5.7.004

®nopoueHos / KaHauam ( C . albicans, C . Glabrata, C . krusei, C . parapsilosis, C .
Tropicalis ), metogom MNP, KinbKicHe BU3HaueHHsa (y/r BUAiNeHHs,)

1325

4-5

5.7.004

®nopoueHos / Kanauam ( C . albicans, C . Glabrata, C . krusei, C . parapsilosis, C .
Tropicalis ), meTogom MNP, KinbKicHe BU3HayeHHA (ceya,)

1325

4-5

5.7.004

®nopoueHos / KaHauam ( C . albicans, C . Glabrata, C . krusei, C . parapsilosis, C .
Tropicalis ), meTogom MJIP, KinbKicHe BU3HaYeHHA (Ma30K i3 pOTOr10TKK)

1325

MakeTHi npono3uuii

5.8.001

MakeT N229 BusisneHHa metogom MNJIP AHK : Neisseria gonorrhoeae, Chlamydia
trachomatis, Trichomonas vaginalis (3ilKpib i3 y/r TpaKTy, BUAINEHHS i3
KOH'IOKTUBM OKa, CEKPEeT NPOoCTaTH, cnepma), AKicHe BU3HaYeHHS

BAPTICTb nakeTa po3paxOBYETbCA OKPEMO 3a KOXKEH i3 nepesniyeHnx 3abopis

1060

4-5

5.8.002

MakeT N229.1 BuasneHHa metogom MJIP JHK : Mycoplasma genitalium,
Chlamydia trachomatis, Ureaplasma urealiticum / parvum (3iwkpi6 i3 y/r Tpakty,
ceva), AKicHe BU3HAYeHHSA

BAPTICTb naKeTa po3pax0OBYETbCA OKPEMO 3a KOXKEH i3 nepeniyeHunx 3abopis

1375

4-5

5.8.004

MakeT N229.2 BuasneHHa metogom MJIP AHK : Chlamydia trachomatis,
Ureaplasma urealiticum / parvum, Trichomonas vaginalis (3iwkpi6 i3 y/r TpakTy,
ceya, cnepma), AKicHe BU3HAYEHHSA

BAPTICTb naKeTa po3pax0OBYETbCA OKPEMO 3a KOXKeH i3 nepeniyeHunx 3abopis

1150

5.8.007

MakeT N229.4 BuasneHHa metogom MJIP AHK : Chlamydia trachomatis,
Mycoplasma genitalium, Trichomonas vaginalis, Neisseria gonorrhoeae (3iwkpi6
i3 y/r TpaKTy), AKiCHE BU3HAYEHHSA

1600

4-5

5.8.009

MakeT N30 «YporeHiTanbHui» (BussneHHs metogom MNP AHK Gardnerella
vaginalis, Mycoplasma hominis, Mycoplasma genitalium, Chlamydia trachomatis,
Neisseria gonorrhoeae, Trichomonas vaginalis, Ureaplasma urealiticum / parvum
(3iwKpi6 i3 y/r TpaKTy), AKiCHEe BU3HAUYEHHSA

2100

4-5

5.8.010

MakeT N230.1 BusasneHHa metogom MJIP AHK : Ureaplasma urealiticum (sikicHe
BM3HaueHHs), Trichomonas vaginalis (aKicHe Bu3HauyeHHA), Mycoplasma
genitalium (KinbkicHe BM3HayeHHs), Chlamydia trachomatis (kinbKicHe
BM3HaueHHsn), Gardnerella vaginalis (akicHe Bu3sHaueHs), HPV
BMCOKOOHKOTFEHHOI0 PU3UKY CKPUH-TUTP(KiNbKiCHE BU3HAYEHHSA)

BAPTICTb nakeTa po3paxOBYETbCA OKPEMO 33 KOXKEH i3 nepeniyeHux 3abopis

2870

4-5

5.8.012

5.8.013

MakeT Ne31.1BuseneHHs metogom MNJ1IP AHK : Ureaplasma urealiticum (skicHe
BM3HauyeHHsn), Trichomonas vaginalis (akicHe Bu3HauyeHHs), Mycoplasma
genitalium (KinbkicHe BM3HayeHHs), Chlamydia trachomatis (KinbKicHe
BM3HaueHHs), Gardnerella vaginalis (akicHe BM3HaueHs), HPV
BMCOKOOHKOFEHHOIO PU3UKY CKPUH-TUTP(KiNbKiCHE BUSHAYEHHA)

MakeT Ne31.2 BuasneHHa metogom MJIP JHK : Mycoplasma hominis,
Mycoplasma genitalium, Chlamydia trachomatis, Neisseria gonorrhoeae,
Trichomonas vaginalis, Ureaplasma urealiticum / parvum (3iwkpi6 i3 y/r Tpakry),
AKiCHE BM3HaAYeHHA

2840

1950

5.8.014

MakeT Ne32 BusisneHHa metogom MNJIP JHK : Neisseria gonorrhoeae, Chlamydia
trachomatis, Trichomonas vaginalis, Ureaplasma urealiticum, Herpes simplex
virus % (3iwkKpib i3 y/r TpaKkTy), AKicHe BU3HAUYEHHA

1770

4-5

5.8.016

Maket N232.2 BuasneHHa metogom MNJ1P OHK : Gardnerella vaginalis,
Mycoplasma hominis , Mycoplasma genitalium , Chlamydia trachomatis,
Neisseria gonorrhoeae , Trichomonas vaginalis , Ureaplasma urealiticum ,
Ureaplasma parvum (3iwkpi6 3 y/r Tpakty), HPV 16, 18, HPV 6,11 tuny
(3iWwKpi6 3 U/K), AKiCHe BU3HAYeHHA, 6aknociB y/r BuaineHsb i3
BM3HAYEHHAM YYTAMBOCTI J0 aHTUBIOTHKIB

2970

5.8.017

Maket N232.3 «CkpuHiHr 7 INCLU » BuasneHHa metogom MJIP AHK : Neisseria
gonorrhoeae (sikicHo), Trichomonas vaginalis (skicHo), Chlamydia trachomatis,

1850

4-5




TepmiH

Lina BMKOHA
HasBa gocnigKeHHs BUKOHaHHs, HHA,
TPH. pob.
[HiB
Mycoplasma genitalium, Mycoplasma hominis, Ureaplasma urealiticum,
Ureaplasma parvum (3iwkpib 3 y/r TpakTy, cnepma), KifibkicHe BU3HaYeHHS
BAPTICTb naKeTa po3pax0OBYETbCA OKPEMO 3a KOXKEH i3 nepeniyeHux 3abopis
5.8.021 |Naket N264 "BuasneHHsA BipycHOI eTionorii natonorii wninkn maTtkn" ( BN 1825 4-5
reHoTUN-TUTP (KinbKicHo), BuasnerHHs [HK Bipycy repnecy npoctoro 1/2 tuny
metozom MNJIP (3iwKpi6 3 y/r TpakTy), BUaBneHHsa HK uutomeranosipycy
meTogom MNJIP (3iKpi6 3 y/r TpaKTy) AKICHE BU3SHAUYEHHSA
NAHE/1Ib BIOXIMIMHUX OOCNIAXEHDb
BIOXIMIA
AnaHiHamiHoTpaHcdepasa (AT) 105 1-2
AcnapraTamiHoTpaHcdepasa (ACT) 105 1-2
Aminasa 105 1-2
AnbbYMiH 105 1-2
BinoOK 3aranbHuUi 105 1-2
Binipy6iH 3aranbHuUit 200 1-2
Binipy6iH no dpakuisam (NpamuKiA, HenpAaMMUIA, 3araibHUA) 160 1-2
Famma-rnytamatrpaHcdepasa (ITT) 105 1-2
KpeaTuHiH 105 1-2
NakTtataerigporeHasa (LDH) 105 1-2
Jly»kHa pocdaTasa 105 1-2
KpeatnHdocdokiHasza 105 1-2
CeyoBa KucnoTa 105 1-2
CeyoBuMHa 105 1-2
Tumonosa npoba 170 1-2
Ninaza 170 1-2
BioximiuHuit aHani3 kposi (A/1T, ACT, Binipy6iH, Anbda-aminasa, Mniokosa, 1150 1-2
3aranbHuii 6inok, JlyskHa pocdartasa, KpeatuHin, CeyosuHa, CeyoBa KUCOTa,
rrT)
Llepynonnasmiq 420 1-2
3ATAJZIbHOKIHINHI AOCNIAXEHHA
AHani3 reMaTonoriyHui 210 1-2
AHani3 remaTonorivyHuMiA 3 mikpockonieto i LLUOE 315 1-2
AHani3 ceui 3araibHUi 160 1-2
AHani3 cevi no HeunnopeHko 1255 1-2
O6cTeXKeHHs cekpeTy npoctaTm 210 1-2
MiKkpocKoniyHe focnigKeHHA ypeTpanbHOro cekpeTty 125 1-2
TecT Ha ToNlepPaHTHICTb A0 FNOKO3MU 210 1-2
BU3HayeHHA rpynu KpoBi 125 1-2
BusHauyeHHA pe3syc-dakTopy 125 1-2
BU3HaYeHHA rpynu KpoBi i pesyc-dpakTopy 230 1-2
MpoTpombiHoBuiA TecT (MHO) 330 1-2
Koarynorpama 470 2-3
Konporpama 295 1-2
AHani3 Kany Ha HanpocTiwi 210 1-2
NakTtodepurH Kan 1800 4-5
KanbnpoTekTuH Kan 1200 34
[iarHocTuKa gmsbiosy 470 5




TepmiH

LliHa BMKOHA
HasBa gocniaxeHHs BMKOHaHHS, HHA,
TPH. pob.
OHiB
MikpoenemeHTH
3aniso 430 2
BiTamiH B12 390 2
TpaHchepuH 320 2
depUTuH 375 2
doniesa Kucnorta 375 2
Kanin 460 2
HaTpii 460 2
MarHii 630 2
Xnop 275 3
Xpom 1380 8
LUuHK 740 12
6.2.006 |Naket No57 «[iarHocTuKa aHemii» (3AK 3 mopdonorieto nelikouuTis, 3a1i30 1260 2
cupoBaTKoBe, GepuTuH, TpaHcdepuH, doniesa KMCNOoTa, BiTamiH B12)
LO500 |MNaket Ne115. BitamiHu Ta miHepanu (3AK, 25-Tiapokcusitamin D (BitamiH D 1950 3
3aranbHuiA), Bitamin B12 (uiaHokobanamin), 3aniso Kposi cuposaTtkose (IRON),
Kanili (ioHisoBaHuit) (K), Kanbuiit ioHisoBaHwMIA (cupoBaTKa), MarHin, HaTpii
(ionizoBaHui) (Na), deputuH, Pochop (cuposaTtka))
Moka3HKuKK ninigHoro o6bminy
Ninigorpama (xonectepuH,Tpurnivepuan,/INBL,AMNHL,ANAHLL) 765 1-2
Tpurniuepuam 115 1-2
XonectepuH 3aranbHUiM 180 1-2
JNinonpoTeian BMcoKoi winbHocTi (JINBLLL) 115 1-2
NinonpoTeian HM3bKOI WinbHocTi (JIMHLL) 115 1-2
NinonpoTeian gyxe HU3bKOI WwinbHocTi (SINAHLL) 115 1-2
PeBmatoigHa naHenb
PesmartoigHnit paktop (PD) 260 1
6.4.001 | AHTucTpenTonisuH «O» (AC/) 260 1
6.4.005 | C- peaktmBHuii 6inok (CPB) 260 1
6.4.004 | Cepomykoigu 260 1
6.4.007 |NakeT N249 "PaHHA AiarHOCTUKA peBMOTOIAHOrO apTputy" ( peBmatoigHui 850 1
dakTop, Anti - CCP, C-peakTuBHUiM 6inoK)
6.4.008 |Maket Ne58 "PeBmonpobu " (C-PB, P®, AC/1-O, cepomyKoiam) 675 1
‘ NAHE/Ib AYTOIMYHOANOTIT
MoKa3HMKM imyHHOI cuctemu
7.1.001 |3aranbHuinIgE 450 2
7.1.002 |KoHueHTpauis Ig G B cupoBaTLi KpoBi 450 2
7.1.003 | KoHueHTpauia Ig M B cmpoBsaTui KpoBi 450 2
7.1.004 | KoHueHTpauia Ig A B cMpoBaTLLi KPOBI 450 2
7.1.006 |1gG 4 3470 2
7.1.005 |NakeT N235 «'ymopanbHWUI iMyHITET» (3aranbHUIA imyHOrn106yniH E, cMpoBaTKOBI 900 2
imyHornobyninm A, M, G
KniTMHHKUIA imyHiTeT
il ‘ KomnneKkcHe imyHonoriyHe obcTeeHHsA 2750 10




HasBa gocnigKeHHA

LliHa
BUKOHaHHSA
TPH.

TepmiH
BMKOHA
HHSA,
pob.
OHiB

[iarHoctnka aHTMdochoninigHOro cMHAPoOMmy

7.2.001

BoBYaKOBMI aHTUKOATYAHT (CKPMHIHTOBUIA TECT)

560

1-2

7.2.002

Kapgioninin 1gG

485

2-3

7.2.003

KapgaioniniH IgM

510

2-3

7.2.004

docdoninian, aHTuTina IgG /Ig M

790

2-3

7.2.005

MakeT Ne47 «[liarHoctuka aHTudocdoninigHoro cuHapomy» (Pocdoninign
aHTuTING 1gG, ®ocdoninian aHTMTING IgM, BoBYaKOBUIM aHTUKOATYNAHT
(cKkpuHiHroBmi TecT), Kapaionininm 1gG, KapaioniniHu IgM )

1660

2-3

AyTOiMYyHONOriYHI JOCNiAKEeHHA

7.3.001

AHTUHYKNeapHi aHTuTINa ( ANA )

545

7.3.003

BusBneHHn Hocicta HLA - B 27-aHTureHy - metogom MJ1P (KpoB) siKicHe BU3H.

885

5-6

[iarHoctuKa ueniakii

7.4.001

MniaguH (Gliadin), aHTuTina I1gG

535

7.4.002

Fniaguu ( Gliadin ), aHTuTina IgA

535

7.4.003

«MNaHenb Leniakia |» (3 aHTurenu) - Gliadin | gG ( ueniakia), tTG IgG (ueniakisa,
repnetudopmHuii aepmatuT), Intrinsic factor (nepHiuiosHa aHemis, ueniakia)

1500

3-4

7.4.004

«MaHenb Ueniakia l1» (2 aHTUrenn)- Gliadin | gG ( ueniakin), tTG Ig A (ueniakis,
repnetMdopmHUIA AepMaTuT)

1500

3-4

M'aseBo-ckeneTHa naHenb ( 7 aHTUreHis )

7.5.001

Ml -2 [lepmaTononimiosuT, 4epmaTomiosnT

PM / Scl 100 3miliaHKnit CMHAPOM CUCTEMHA CKNepoaepMis/aepmaTomiosnt
Jo -1 NonimiosnT, gepmaTtomiosnT

SRP 54 lepmatononimiosnT, XpOoHidHi mionaTii

PL - 7 Monimiosnt/gepmatomiosnt

PL -12 Nonimiosnt/gepmatomiosunt

Ku NoniomiosnT, ypaxkeHHs M’A3iB NPU CUCTEMHUX 3aXBOPIOBAHHAX CMO Ny4HOI
TKAHWUHMN.

1360

3-4

lFenato-HedponoriuHa naHenb ( 10 aHTUreHIB )

7.6.001

AMA M 2 MepBUHHUI BiniapHUA LMPO3 NEeYiHKK

AyTOiMyHHMUIA renaTtuT 1 TMn (34e6inbworo)

Sp 100 MNepBUHHMI BiniapHUA LMPO3 NEYiHKK

Gp 210 BucokocneundiyHunit aas nepBUHHOro biniapHoOro LMpPo3sy NeyiHkm
LKM 1 AyTOiMyHHWUI renatuT 2T1ny, XpOoHiuHUi renatnt C

LC 1 AyTOIMYyHHMI renatuT 2 Tuny

CENP - B Nigaroctpuii cucTeMHUin 4yepBOHMM BoBYaK (40-80%)

CREST (57- 82%),xBopo6a PeitHo (25%),

MepBUHHWMIA BiniapHWiA LMPO3 NediHku (10-30%)

GBM CuHapom lNygnacuyepa, cMCTEMHMIA BacKyiT (Kaninapu)

PR 3 ( c- ANCA ) lpaHynemato3 BereHepa, CUCTEMHWIA BaCKyNIT
MPO ( h - ANCA ) CuctemHi Backynith: Yapax- Ctpocca(60-80%),
MikpocKoniuyHuit noniariit (60-80%), cuHapom MNyanacyepa(30-40%)
lpaHynematos BereHepa (10%)

SLA / LP AyToiMmyHHMWIA renatvT 1 Tuny, ayToiMyHHMIA renatvt 3 Tuny,
MepBMHHUIA BiniapHWiA UMPO3 NeYiHKK

1360

3-4

3-4

AyToiMmyHHa CTaHAApTHa NaHenb (14 aHTUreHiB)

7.7.001

Ro/SS - A 60 CuHapom LerpeHa
CUCTEMHMIT YePBOHWIA BOBYAK
Miaroctpa popma WKipHOro BoBYaKa
HeoHaTanbHWUI BOBYaK

LA /SS - B CuHapom LllerpeHa
CUCTEMHUIT YePBOHUIA BOBYAK

1540

3-4




TepmiH

LliHa BMKOHA
HasBa gocnigKeHHA BMKOHaHHS, HHA,
TPH. pob.
OHiB
Scl -70 CuctemHa cknepoaepmis 3-4

CREST - cuHgpom

PM / Scl 100 3milwaHunit CMHAPOM CUCTEMHA CKNepoaepmis/aepmaTomiosnt
Sm C CTeMHMIA YePBOHMIA BOBYAK, 4epPMaToNnoNiMio3nT/aepmaTomiosnTt
PCNA CucTeMHMIA YepBOHMIA BOBYAK, BOBYAKIB HEPpUT

dsDNA CucTeMHMIA YepBOHMIA BOBYAK

Rib . Phosphoprotein Po CYB 3 HeBponOriYyHMMM NposaBaMu

CENP - B Migroctpuin C4B

CREST, xBopoba PeliHo, NepBUHHMIA BiniapHuit

LMPO3 NeYviHKM

AMA M 2 MepBUHHUI BiniapHUiA LMPO3 NEYiHKN

Pr3 (c- ANCA) lpaHynemaTos BereHepa

MPO ( p - ANCA ) CuHgpom Yapaxk- CTpocca, MiKpOCKOMIYHMIA NOIaHTiiT,
TPO AyTOiMYHHWUI TUpPeEOIiaANT

Thyroglobulin AyToimyHHUI TUpeoignT

AyTOiMYyHHa CTaHAapTHA-X NaHenb 18 aHTUreHiB

7.8.001 [Ro/SS-A52 CuHgpom LlerpeHa 1540 3-4
La/SS - B Cunapom LllerpeHa

CENP - B nigroctpuit CYB, CREST -cuHgpom,peHomeH PeliHo,neps.. 6iniapHuii
LMpPO3 NeYviHKn

Scl -70 cuctemHa cknepogepmis

dsDNA CYB

Jo -1 nonimiosunt, gepmaTomiosnT

MPO AHLA-BacKkyniTH, cuHapom YapaxK-CTpocca, MiKpOCKOMIYHWMIA MONINHTIIT
PR 3 AHLLA-BackyniTh, rpaHynbomatos BereHepa

AMA M 2 nepBUHHWUI BiniapHUiA LMPO3 NEeYiHKK

LC 1 ayToiMyHHWI renaTtnT 2 Tuny

LKM 1 ayToimyHHWI renatuT 2 Tuny

PM / Sd 100 3miliaHunit cMHAPOM, CUCTEMHA CKAEpPOoAepPMifa/aepmaTomiosnT
SRP 54 pepmaTtononimiosnT, XpoHivyHimionartii

Sp 100 nepBUHHMI BiniapHUIA LMPO3 NEYIHKN

Gp 210 nepBUHHMI GifiapHUIN LMPO3 NEYiHKK

Ku Monimio3nT YpaxkeHHA M’A3iB NPU CUCTEMHUX 3aXBOPIOBAHHAX CMONYYHOI
TKAHUHU

Sm CYB

U 1- snRNP cnctemHe 3axBOpOBaHHA CNOAYYHOI TKAHUHU

NAHE/Ib AIEPTONOTNYHUX AOOCNIAMEHD

IHranauinHa naHenb (20 anepreHis)

8.1.001 | 1.Mwnnok bepesn 6opogasyactoi 2. Munok Binbxu cipoi 3. Munaok ropixa 4. 1570 3-4
Munok gyba 5. Munok TumodiiBku nyrosoi 6. Muaok xkuta 7. Munok
nonnny 8. MUNoK NogopoOKHMKA naHueTtHoro 9. Kniw, D.pteronossinus  10.
Kniw, D.farinae 11. Eniaepmic cobakn 12. Enigepmic kota 13. Enigepmic
KoHs  14. Enigepmic mopcbKoi cBMHKKM  15. Eniaepmic xom’sika  16.
Enigepmic Kponnka  17. Tpubok Asp.fumigatus 18. Mpmubok Cladosp.
herbarum  19. I'pubok Pen. notatus  20. I'pmnbok Alt. tenius

IHranauinHa naHenb 2

8.2.001 |1.Mwunok xpuzaHtemun 2. MMnnok nonbosuyi 6inoi 3. Munok kneHa 4. Munok 1570 4
yoptonosnoxa 5.Munok kegpy 6.By3ok 7. Cymiw nuakis aceHa 8. AKauid
9. Munok nimnum  10. Ay6  11. Osec nonbosuit  12. Cymiw tpas  13.
Exa/lpactmua 36ipHa 14.Pyta 15. Kynbbaba 16./latekc 17. Fpunbok Asp.
fumigatus 18. Fpmbok ladosp.herbarum 19. Fpubok Pen. notatus  20.
CupHuit kniw, Tyrophagus putrescentiae




HasBa gocnigKeHHA

LliHa
BUKOHaHHS,
TPH.

TepmiH
BMKOHA
HHSA,
pob.
OHiB

IHranAuiiHa naHenb 3, IHCEKTHa

8.3.001

1.baxona 2.0ca 3. lWepweHb 4.Komap 5.Mywka 6.CCL mapkep
nepexpecHOro pearyBaHHA

1280

3aranbHa naHeNb

8.04.001

1. 3emnaHui ropix (apaxic) 2. Monoko 3. Binok Kypsyoro anus 4. }KoBToK
Kypsayoro anua 5. Kaptonna 6. Mopkea 7. Tpicka 8.A6anyko 9. Cos
10. NweHnyHa myka  11. NMunok 6epesn 6opogasyactoi  12. TumodiiBka
nyrosa 13.Mwunok nonmHy 14. Kniw, D.pteronossinus 15. Kniw, D.farinae
16. Enigepmic cobakn 17. Enigepmic kota  18. Enigepmic KoHa  19. Mpubok
Pen Notatus 20. MpuboK Alt tenius

1500

ATtonik (MegiaTpuuHa gudepeHuiiiHa) + Ig E

8.5

1.Monoko 2.KaseiH 3. Anbda- laktanbbymid 4. beTa- J/laktornobynix
5.6CA ( BrMyaumii cupoBaTKoBWUIM anbbymiH )  6.6in0K i }KOBTOK Anus 7. Puc
8.Coa 9.baHaH 10.CeuHMHA 11.TenatmHa 12. KypatnHa 13. Cymiw
6opowHa 14, Opixasxi ana suniukm 15, Kniw, D. Pteronossinus  16. Kniw, D.
Farina 17.Tpu6okK Cladosp. herb.  18. Fpubok Altern. Alternata  19. MNunok
6epesun 6bopogasuatoi  20. MUAOK Binbxu cipoi Ta niwmHn 21, Cymiw 6 Tpas (
NMUIKKU:EXA,BIBCAHULA,NAXKUTHMLA, TUMOGIIBKA /1yroBa, rosyba Tpasa
KeHTyKi,byxapHuK wepctuctnin ) 22. 3aranbHuii IgE

1500

MNeapiaTpuuHa Nel

8.6.001

1.Coa 2.Monoko 3.binok Kypayoro anua 4. Kpabu 5. Cymiw KpeBeToK
6. Mepcuk 7. Kniw, D.pteronossinus 8. Kniw, D.farinae

9. Cymiw Tapranis  10. Enigepmic cobakm 11. Enigepmic kota 12. M'pnbok
Alt. Tenius  13. MNMunok Binbxu cipoi  14. NMunok 6epesn 6opogasyactoi  15.
Amb6posia  16. Mn10K NoaopoKHMKa NaHueTHoro 17. Kegp 18. Tumodiieka
nyroea 19. Mwunok xuta  20. 3aranbHum IgE

1550

XapuoBa naHenb Nel

8.8.001

1. Nicosnit ropix 2. 3emnanuii ropix 3. Fpeubkuit ropix 4. Murgane 5.
MosnoKo 6. binok Kypayoro aua 7. }KoBTOK Kypsayoro aua 8. KaseiH 9.
Kaptonna 10.Cenepa 11. Mopkea 12.Momigop 13.Tpicka 14. KpeseTku
15. MNepcuk  16. A6nyko 17.Coa 18. MweHnyHa myka 19. KyHxkyT 20.
HKUTHA myKa

1800

XapuoBa naHenb Ne2

8.9.001

1.Mpeuka 2.Apaxic 3.Kakao 4.Cup(ronaHacbkunin) 5.Crymbpis 6.
Momigop 7.Kaptonna 8. TyHeup 9. Tpicka 10./lococb 11.CBWMHMHA
12. KypatnHa 13. TenatnHa  14. Cymiw umtpycosmx 15. [pixarKoBa

Buniyka  16. MweHuyHa myka 17.Puc  18. AumiHHa myKa 19. YacHuk 20.

Uunbyna

1800

8.10.003

Imy Pro 100

13320

30

8.10.004

Imy Pro 200

19320

30

8.10.005

Imy Pro 300

21700

30

8.11.001

IHranAauitHa peKombiHaHTHA NaHenb

1350

3-4

Atonik N22 (30 anepreHiB)

8.12.001

1.Cenepa 2.Coa 3. Apaxic 4.Topox 5.ABokago 6.CsuHUHA 7. [MweHU4He
6opowHo 8. KpeseTka 9. Tpicka 10.Kisi 11. Monoko 12. binok anua 13.
Munok 6epesn 6opopasuatoi 14. Munok onmsm 15. Munok ayba 16. Nunok
nnataHa kneHonucroro 17.Munok kunapucy 18. Tumodiiska nyrosa 19.
Munok ambposii Bucokoi 20. Nunok nonnnHy 21. Eniteniit Kota 22. Enitenii
cobaku 23.pubok Aspergillus fumigatus 24. Fpubok Alternaria alternata25.

1800




TepmiH

LliHa BMKOHA
HasBa gocnigKeHHA BMKOHaHHS, HHA,
TpH. pob.
OHiB

Tapran26. Kniw, D. pteronossinus 27. Kniw, D. farinae 28. CCA 29. Nunok
nweHmui nocisHoi 30. MWUNOK NOCTIHHMULL

Atonik Nel (30 anepreHiB)

8.13.001 | 1. Monoko 2. Anbda- flaktanbbymid 3. beta- JlaktornobyniH 4. Kasein 5.
binok anus 6. XMosTok anus 7. Tpicka 8. Apaxic 9.Kakao 10.Cos 11.
A6nyko 12. Mopksa 13.Momigop 14. Cymiw 6opolHa(nweHumusn, KuTo, 1 800 3
AYMiHb, oBec) 15. KypAatMHa 16. Cymiw unMTpycoBUX( IMMOH, 1ail,anebCuH,
MaHgapvH) 17.Puc  18. Cymiw 6 Tpas(nuaku:rpactuus 36ipHa/exa, BiBcAHULA
No/IbOBa, Na*KUTHULA, TUMOGIiiBKa Nyrosa, ronyba Tpasa KeHTyKi, byxapHUK
wepctuctuii ) - 19. NMunok xuta 20. EniTtenit cobakn 21. Eniteniit Kota  22.
lpmnbok Cladosporium herbarum 23. Fpubok Alternaria alternata 24. FpubokK
Aspergillus fumigatus 25. Kniw, D. pteronossinus26. Kniuy, D. farinae  27. Munok
ropixa 28.Munok 6epesn 29. Nunok noanny 30. CCA

8.15.001 | My/sibTUKOMMNOHEHTHWI aneproTect ALEX (BU3HAYeHHS piBHA 7 260 5-8
3aranbHoro IgE i cneundiyHnx IgE no 282 anepreHiB)

BAKTEPIOJIOTNYHI AOCNIAXKEHHA

10.1.001 | AHani3 KpoBi Ha CTEPU/IbHICTb i3 BUSHAYEHHAM YYTAMBOCTI BUAINEHUX 980 7
MiKpoopraHiamies Ao aHTM6iOTMKIB (aHTUBIOTUKOrpama)

10.1.006 | MikpobionoriyHe gocniasKeHHA BUAiIIEHb YO0BIYMX CTaTEBUX OPraHiB: Ha 650 6-7
roHoKoK ( Neisseria gonorrhoeae ), Ha aepo6Hi Ta daKkyNbTaTUBHO-aHaEPOOHI
MIKPOOPraHiamm i3 BU3HaYeHHAM YyT/IMBOCTI BUAINIEHMX MiIKPOOpPraHiamis 4o
aHTMbioTKKIB (aHTMBIOTUKOrpama)

10.1.007 | MikpobionoriyHe AocnigKeHHA BUAiNeHb 3 Byxa i3 BUSHAYEHHAM YyT/IMBOCTI 1000 6-7
BMAINIEHMX MIKPOOPraHi3amiB 4,0 aHTMBiIOTUKIB (aHTMBIOTUKOrpama)

10.1.008 | MikpobionoriuyHe aocniaKeHHA BUAiNEHb 3 HOCY i3 BUSHAYUEHHAM YyT/IMBOCTI 625 6-7
BUAINEHUX MIKpOOpraHi3miB 40 aHTUBIOTUKIB (aHTMBIOTUKOrpama)

10.1.009 | MikpobionoriyHe AocniaKeHHA BUAiNIEHb 3 POTO F10TKM i3 BUSHAYEHHSA 625 6-7
YYT/IMBOCTI BUAINEHUX MIKPOOPraHi3amiB g0 aHTUBIOTUKIB (AHTUBIOTUKOrpama)

10.1.010 | MikpobionoriyHe gocniaKeHHa cedi i3 BUSHAYEHHAM YyTANBOCTI BUAINEHNX 625 6-7
MiKpoopraHiamie Ao aHTM6ioTKKIB (aHTMBIOTMKOrpama)

10.1.012 | MikpobionoriyHe A0OCNigKeHHA CEKPETY NPOCTaTH i3 BUSHAYEHHAM YyTIMBOCTI A0 650 6-7
aHTMOIOTHKIB

10.1.014 | Nocis Ha Mycoplasma hominis / Ureaplasma spp . (y/r, i3 Bu3HauyeHHAM 530 3-4
YyTAMBOCTI 40 aHTUBIOTUKIB)

KULIKOBI 3AXBOPIOBAHHA

20909 |Naket «Mikpobiom(kinbkicHe Bu3HaueHHs Firmicutes / Bacteroidetes, 5650 10
Actinobacteria, Lactobacillus spp., Bifidobacterium spp., Escherichia coli,
Bacteroides fragilis group, Bacteroides thetaiotaomicron, Faecalibacterium
prausnitzii, Clostridium difficile, Clostridium perfringens, Klebsiella pneumonia,
Klebsiella oxytoca, Escherichia coli enteropathogenic, Enterococcus spp., Proteus
spp., Enterobacter spp., Fusobacterium nucleatum, Staphylococcus aureus,
Salmonella spp., Shigella spp., Candida spp., AkicHe Bu3HauyeHHA Candida
albicans, Candida glabrata, Candida krusei, H.pylori) meTogom MNP

20901 |Naker «Mikpobiom-ekcnpec» (KisbkicHe Bu3HaveHHs Firmicutes / 2440 10
Bacteroidetes, Actinobacteria, sixicne BusHadeHHs C.albicans, C.glabrata,
C.krusei, H.pylori) metozom I1JIP

20910 |Naket «laucrosi iHBasii» (Ascaris lumbricoides, Enterobius vermicularis, 1250 7
Opisthorchis felineus, Taenia solium, Diphyllobothrium latum), sikicue
Bu3HauyeHHsa [JHK metomom I1JIP

20911 |Naker «MpoTo30itHi KMwWKoBI iHBa3ii» (Giardia lamblia, Blastocystis hominis, 1330 7
Dientamoeba fragilis, Isospora belli, Cryptosporidium parvum, Entamoeba
histolytica), skicHe BusHaueHHs JHK metomowm I1JIP




TepmiH

LliHa BMKOHA
HasBa gocnigeHHs BMKOHaHHS, HHA,
TPH. pob.
OHiB
20902 |Nakert «loctpi knwkosi iHdpekuii» (Shigella, EIEC, Salmonella spp., 1375 5
Campylobacter spp., Adenovirus F, Rotavirus A, Astrovirus), sikicHe
Bu3HavyeHHs JJHK metogowm I1JIP
20916 |Lamblia Intestinalis Giardia, sikicHe Bu3HaueHHAa AHK meTtogom MNJ1P 990 5

KNILLLOBI IHDEKLIT |

21001 |TBEV, B.burgdorferi sl, A.phagocytophillum, E.chafeensis/E.muris, aKicHe 1100 4-5
BMU3Ha4eHHA meTtogom MJ1P

21002 |Bopenia (Borrelia bugdorferi sensu lato: B/bugdorferi sensu stricto, 670 4-5
B.afzelii,B.garinii), akicHe Bu3HaueHHa PHK meTtogom MNP

21003 |Bipyc kniwoBoro eHuedanity(TBEV), skicHe BU3HaueHHA meTtogom MNJ1P 985 4-5

KOMBIHALLIT MAHENEN TEHIB

10101 FeHeTUYHUIA PU3NK PO3BUTKY CEpPLLEBO-CYANUHHUX 3axBoploBaHb (ACE, NOS3, 4650 7-9
AGT, PON1, IL10, IL4, MTHFR, SERPINE1, ITGA2, ITGB3, F2, F5, F7, FGB)
10106 FeHeTUUYHUIT pU3UK PO3BUTKY TPOMBOinii poswmnpennii (F2, F5, F7, F13, FGB, 2050 7-9
ITGA2, ITGB3, SERPINE1)
10103 |lFeHeTMUYHMUIA pU3UK PO3BUTKY Tpombodinii (F2, F5, F7) 1270 73
o . . 860 7-9
10317 | ®onatHuit umkn (MTHFR 2 nonimopodizmu, MTRR, MTR)
o . . . 1210 7-9
10311 | donatHuUi uMKA poswmnpeHuit (MTHFR 2 nonimopdismu, MTRR, MTR, SLC19A1)
" . . 1150 7-9
10301 |leHeTUYHMI pU3UK PO3BUTKY XBopo6u KpoHa (NOD2 2 nonimopdizmu)
10302 FeHeTUUYHMIT pU3UK PO3BUTKY XBOpo6U BinbcoHa-KoHoBanosa (ATP7B 3 1270 7-9
nonimopdiamm)
10802 FeHeTMUYHNI1 pU3NK Po3BUTKY XBOpo6M Munbbepa (UGT1A1 (TA)5/6/(TA)7/8) 1540 7-9
MeTOoA0M NipocCeKBeHYBaHHA
10411 | NlaKTa3Ha HegocTaTHicTb (LCT) 750 79
. . . 800 7-9
10413 | NlaKtasHa HegocTaTHicTb (LCT 2 nonimopdoizmu (C-13910T, G-22018A))
10406 | Pusuk po3BUTKY 0xKupiHHA (PPARG, PPARGC1B, FTO) 1320 73
10407 | PusuK po3BuUTKY Aiabety 2-oro Tuny (PPARG, IL6) 1010 /-9
10408 |leHeTMuHMIt MmapKep yeniakii (HLA DQ2/DQ8) 1545 79
10318 |leH peuenTtopa BiTamiHy D (VDR) 685 /-9
10321 | Pusuk po3sutky audiuyuty Bitaminy D (VDR 2 nonimopdizmu) 1000 73
10312 |leH nentuHoBoOro peuentopa (LEPR) 630 79
10313 |leH peuenTopa cepoToHiHy 2A (HTR2A) 695 79
10314 |TeH godamiH 6eta-rigponasm (DBH) 630 79




10315 |leH anoninonpoteiHa C3 (APOC3) 685 79
10316 | AHTUOKCUAAHTHMMA 3axmcT (SOD1, SOD2, CAT2) 1320 7-9
10307 FeHeTUYHUIT CKPUHIHT Ha pu3KUKKM Npu BaritTHocti (MTHFR 2 nonimopdismu, 2640 7-9
MTRR, MTR, F2, F5, F7)
10402 |lFeHeTUYHUA PU3KUK PO3BUTKY ocTeonoposy (LCT, VDR) 1010 7-9
FeHeTUUHUIA PU3NK PO3BUTKY OCTEONOPO3Y Ta NEPEIOMIB PO3LUMPEHUIA 2330 7-9
10412 (COL1A1 2 nonimopdizmn, CYP19A1 2 nonimopdiamu, ESR1 2 nonimopdizmu, IL6,
LRP5 2 nonimopodizmu, RANKL 2 nonimopdiamn, TNFRSF11B 3 nonimopdizmu,
VDR 2 nonimopodizmu)
17170 |TeH KonareHy (COL1A1) 640 7-9
10401 |leHeTMUHMI PU3UK PO3BUTKY XBOpo6M Anbureitmepa (APOE E2/E3/E4) 965 7-9
FeHeTUUYHMIT pU3UK PO3BUTKY aTOMIYHOro AepmaTtuTy Ta ixtiosy (FLG R501X, FLG 1600 7-9
10801 2282delCAGT) meToa0om NipoCeKBEHYBaHHA
10802 r(.EHETMHHVIﬁ pu3nk xsopobu ¥Munvbepa (UGT1A1 (TA)5/6/(TA)7/8) metoaom 2875 7-9
nipoceKkBeHyBaHHs
10303 |FeHeTUYHMA pU3KK xBOopobu Munbvbepa (UGT1A1 ) meTogom MNJ1P 1375 5-7
10300 rIEHETMLIHMﬁ pu3nk xsopobu Munbbepa (UGT1A1 (TA)6/(TA)7) meTogom 2250 7-9
nipocekBeHyBaHHA
10405 |lFeHeTUYHMIA PU3MK PO3BUTKY NaHKpeaTuty (PRSS1) 640 7-9
10601 FeHeTMYHMIT NnacnopT xapyyBaHHA (FABP2, PPARG, ADRB2 2 nonimopdizmu, 4055 7-9
ADRB3, LCT, MTHFR, CYP1A2, VDR, IL6, SOD2)
10607 | CnoptreHeTuKa. NeH anbda-akTUHIH-3 (ACTN3) 770 7-9
10205 FeHeTUUYHUI PU3NK PO3BUTKY PAKy MOJIOYHOI 3271031 Ta AEYHUKIB PO3LLUPEHU 2800 7-9
(BRCA1 7 nonimopdizmis, BRCA2 1 nonimopodizm, CHEK2 3 nonimopodizmu)
10201 FeHeTUYHUIT PU3MK PO3BUTKY PaKy MOJIOYHOI 3a/103U Ta AEYHUKIB (BRCAL 2 945 7-9
nonimopdiamm)
10203 FeHeTUYHUIA PU3UK PO3BUTKY paKy npoctatn (BRCA1 3 nonimopdizmu, BRCA2 1 1650 7-9
nosimopdism)
10304 |FeHeTUYHMUN CKPUHIHT Ha ¢eHinkeToHypito (PAH 2 nonimopdizmu) 920 7-9
10319 |FeHeTUYHMI CKPUHIHT Ha myKoBicunpao3s (CFTR 8 nonimopodismis) 1840 7-9
10305 |FeHeTUYHUI CKPUHIHT HAa MyKoBicunaos (CFTR 9 nonimopodismis) 2415 7-9
10320 FeHeTUUYHUIT CKPUHIHT Ha MYKOBIicLMA03, piaKicHi myTauii (CFTR 16 2470 7-9
nonimopdismis)
10306 FeHeTUYHUIA CKPUHIHT Ha HelipoCceHCOPHY NpurayxysarTictb (GJB2 4 1375 7-9
nosimopdizmmn)
FeHeTMKa yonosivoro 6e3nnigan. FeHotunyBaHHA 3a AZF nokycom (AZFa, AZFb 1600 7-9
10309
Ta AZFc)
10410 |Femoxpomato3s (HFE 3 nonimopdizmu) 1115 7-9
MienonponidepaTnBHi 3aXBOpIOBaHHA: Ki/ibKiCHe BU3HauYeHHA myTauin L611V 1010 7-9
10806 Ta V617F reHy JAK2 meTtoaom nipocekBeHyBaHHA
10502 | dapmakoreHeTuKa - Bapdapun (CYP2C9*2/*3, VCORC1) 1260 7-9
10503 | dapmakoreHeTuka - Knonigorpen (CYP2C19*2/*3) 1010 7-9
10507 | ®apmakoreHeTuKa - CraTtiHm (SLCO1B1) 745 7-9
10508 | dapmakoreHeTuKa - Takposimyc (CYP3A5*3) 810 7-9
MporHos nikyBaHHsA eninencii noBHmit (CYP2C9 2 nonimopdismu, CYP2C19 2 2150 7-9
10506 . .
nonimopdismu, CYP3A4)
FeHn nepwoi ¢pa3m getokcukauii (CYP1A2*1F, CYP1A1*2C, CYP2C19%*2, 3300 7-9
10559 | CYP2C19*3, CYP2C9*2, CYP2C9*3, CYP2E1 Rsal/Pstl (c1/c2), CYP3A5*3,
CYP3A4*1A/1B)
10510 FeHun gpyroi pasm aetokcukauii (GSTP1 2 nonimopdizmu, NAT2 4 2970 7-9

nosimopdismu, SOD1, SOD2)




